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BRIAE 206 183 49 47 485
AV TIVIUH )AL AAHIpdm 2 3 1 6
AT IVIUH YA )L AAHS 3 3
AVTIVIUHF AL RAR! (FERAER) 2 1 3
AVTIIUY ()L XBE 55 3 58
SARS-CoV-2 16 3 2 3 24
a0F A JLAHKUIE 4 2 6
a8 71 JLANS63E! 1 1 2
aAF I JLR229ER! 2 1 3
a8+ 74 JLROCA3E! 7 4 11
RSAJLA AZ! 10 1 1 12
RS A LR BEY 5 3 2 10
%W%E(%ilg)’%%ﬁ IRSAUTINIIH A JLRIE 2 8 9 2 21
INSAUTIVIUH A )L R3E 7 7 1 15
ERAZ=21—FEYAILR 5 27 2 3 37
SA/ 94 13 31 6 2 52
IVTEDIAILR 2 2
ILTA/SA4/ IR 8 4 4 1 17
FT/ AL R2E 5 5
TT/94 LA (KEFI) 3 1 1 1 6
RLavMILR 1 1 1 3
RAIAILR 1 10 1 12
LR ffig</4aT5X< 3 2 5
T 72 80 17 14 183
BREH 15 15
RIAE 4 1 5
RS™ A JL REE S AiE RSYAIJLR AR 3 8
K—BRELA-BLAORKEESR  |RSTAILR (REFI) 1 !
T 1 1
IREEHEAE SR mfﬁ 1 1 2
FT/ AL R2E 1 1 2
RIAE 1 1 2
K= Kig-FREBIMILA 1 1
T 1 1
FEOH R i 1
ATHYF—AJLXA10E! 1 1
AR X —F it 1 1
FT/ 4L R1E 1 1
RATHEARER m}(& 2 1 ’
FT/94ILA19%! 2 1 3
RATHEE TFRIR% i 1 1
T 1 1
HRIAE 1 1 1 3
P FEIOFIAILR 1 1
T 1 1
BEH 1 1
HRIAE 3 5 8
Streptococcus pyogenes T4%! 1 1
s ABEB ML VY BREIEGE 2¢ Streptococcus pyogenes TB3264%Y 1 2 3
Streptococcus pyogenes TEIRITRE 1 2 3
THEH 1 1
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Escherichia coli
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Escherichia coli
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Escherichia coli
Escherichia coli
Escherichia coli
Escherichia coli
Escherichia coli

Escherichia coli

BREH

O157:H7 VT1&2
O157:H- VT1&2
O157:H7 VT2
0157:HUT(Hg7) VT1&VT2
026:H11 VT1
026:H11 VT2
0103:H2 VT1
0146:H- VT1&2
08:H28 VT2
OUT(Og160):H19 VT1
OUT(Og156):H- VT1

OUT(OgGp11(0g153/0g178)):HUT(Hg37) VT2

OUT(0gGP3(0g118/0g151)):H2 VT1
OUT(OgUT):H45 VT2
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ERPREZHT S RREGEEFREZET) 1~38 | 4~6A | 7R 8A it
RiA% 7 6 2 15
Escherichia coli OXA-48EINJLIARRI—HELE 3 1 4
FILISR AR LT RS R B $EE |Escherichia coli NDMELAZO-B-50587—HEE 2 2
HiE RRIE Escherichia coli NIVINRAZT—HIEFEE 1 1 2
Enterobacter cloacae DILINRRI—EIEELE 1 1
Klebsiella aerogenes FILINRAI—EIEELE 3 2 5
BREH 1 1
3234 1 1 1 3
SR THEH 1 1 2
BREH 1 1
RiA% 7 6 2 2 17
Streptococcus pyogenes T12E! (AEE) 1 1
Streptococcus pyogenes TB3264%! (AEf) 1 1 2
Streptococcus pyogenes TEIBITRE (AF¥) 4 1 5
[/%EI%%EQEE Streptococcus agalactiae 1 a%! (BEE) 1 1
Streptococcus agalactiae 1b%! (BEE) 1 1
Streptococcus agalactiae V 2! (BEE) 1 1
Streptococcus dysgalactiae subsp. equisimilis (GE¥) 2 1 1 1 5
Streptococcus constellatus (FE¥) 1 1
R BRI A E BRIk ! !
RRRIE Neisseria meningitidis M;EEEY 1 1
{RBRHE R 4 TR R ) !
R Streptococcus pneumoniae [MEHEI19A 1 1
KiE RIAH 1 1
MHELA- BLADRKEES TR 1 1
2 FI it R iR B R R E R . . 1 ] .
Pseudomonas aeruginosa 7)LINRRI—HIEEE 1 1 2
ECA HRIAEL 5 9 2 16
X_gﬂﬁl’/"‘qudfjfig"ﬁ‘ BAAIRA. | Rig 5 9 2 16
FELA BRIk 6 9 2 17
X—EBELA. SFTS. DDA ®RIF. BARMHIE. BLA 1L AB3H 1 1
KEOREEEHE T 5 9 9 16
WZOMDESE
EREREZ W4 mERAGEETFREZED) 1~3A | 4~6H 7H 8A H
BRIk 1 1 2
FTT/IAIRIE 1 1
RF ¢ TT/94ILR 1
A4/ 74 L RA28E! 1 1
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