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e
ic

1 H20.4.1 30
2 H20.4.24 80
3 H205.7 80
4 H205.23 70
5 H20.6.23 0157.VT2
6 H20.6.30 026.VT1
7 H20.7.3 026.VT1
8 H20.7.3 026.VT1 30
9 H20.7.3 026.VT1 30
10 H20.7.3 026.VT1
11 H20.7.24 0157.VT2
12 H20.8.1 O157.VTIVT2 20
13 H20.8.16 O157.VTIVT2 10
14 H20.8.18 80
15 H20.9.1 0157.VT2
16 H20.9.8 026.VT1 10
17 H209.24 50
18 H20.10.24 60
19 H20.10.27 50
20 H20.10.30 40
21 H20.10.30 60
22 H20.10.30 70
23 H20.11.4 80
2 H20.11.13 60
25 H20.11.21 80
26 H20.11.21 70
27 H20.11.21 80
28 H20.11.28 70
29 H20.12.1 80
30 H20.12.24 70
31 H21.1.20 30
2 H21.2.26 80
3 H21.2.26 70
34 H21.3.19 60
35 H21.327 80
8] 564| 117 - - - 8] 564 117
6] 554| 107 - - - 6] 554 107
2 10 10 - - - 2 10 10




HIV HIV
18 87 14 1169 87 60 71 72
17 87 11 1058 87 60 71 72
1 - 3 111

1603] 1,387 1373] 1,391 1,927 1,329 1,558 1,369
1311] 1132 1106f 1119 1,606 1,042 1,197 1,029
1,105 929 902 921 1,385 825 906 758
193 191 192 185 221 217 274 254
13 12 12 13 - - 17 17
292 255 267 272 321 287 361 340
292 255 267 272 321 287 361 340




() ( ( ( (
1,524 1,263 1,288 1,359 1,521 1,262 1,450 1,454 1471 2 - 13 - -
1,243 991 1,032 1,058 1,197 978 1,136 1121 1,100 2 - 8 - -
1,049 813 841 863 940 786 892 915 912 2 - 5 - -
172 170 169 171 231 168 218 189 177 - - 3 - -
22 8 22 24 26 24 26 17 11 - - - - -
281 272 256 301 324 284 314 333 371 - - 5 - -
281 272 256 301 324 284 314 333 371 - - 5 - -
971 31 32 1,319 13 1,456 3 148 48 45,627 28,444 45,775 28,492
873 31 32 1,022 13 1,100 1 30 17 45,129 28,031 45,159 28,048
831 12 8 841 7 959 - 15 10 24,323 15,010 24,338 15,020
42 19 24 181 6 141 1 - - 8,914 5,688 8,914 5,688
- - - - - - - 15 7 11,892 7,333 11,907 7,340
98 - - 297 - 356 2 118 31 498 413 616 444
98 - - 297 - 356 2 118 31 498 413 616 444




1 H21.1.19 H21.3.18
2 -
3 13
4 32
5 920
6 513
7
1 H21.1.15 H21.3.23
2 _
3 12
4 3
5 217
6 147
7
*
2,547 1,137 660
2,168 920 513
1 H21.1.19 30 12 10
2 H21.1.20 32 12 9
3 H21.1.21 35 13 9
4 H21.1.26 25 13 7
5 H21.1.26 28 15 11
6 H21.1.26 107 42 31
7 H21.1.26 55 21 6
8 H21.1.27 36 16 10
9 H21.1.27 71 21 20
10 H21.1.29 102 54 38
11 H21.2.2 31 10 S
12 H212.2 36 11 10
13 H21.2.3 162 86 26
14 H21.2.3 37 21 10
15 H21.2.6 169 53 13
16 H21.2.9 35 15 9
17 H21.2.9 63 33 16
18 H21.2.10 26 10 9
19 H21.2.16 46 26 1
20 H21.2.18 25 13 7
21 H21.2.19 43 21 9
22 H21.2.23 60 14 7
23 H21.2.23 51 31 18
24 H21.2.23 64 25 17
25 H21.2.24 21 7 4
26 H21.2.24 29 12 7
27 H21.2.26 21 11 6
28 H21.2.26 64 26 19
29 H21.3.2 120 56 36
30 H21.3.2 31 13 10
31 H21.33 32 13 8
32 H213.4 59 32 14
33 H21.35 35 15 10
34 H21.3.9 91 21 12
35 H21.39 28 13 11
36 H21.3.9 26 8 7
37 H21.3.10 30 14 9
38 H21.3.10 59 30 16
39 H213.11 28 9 6
40 H21.3.12 27 6 3
41 H213.12 31 13 8
42 H21.3.12 36 17 11
43 H21.3.18 31 16 8




379 217 147
1 H21.1.15 51 20 9
2 H21.1.26 22 19 13
3 H21.2.2 30 10 8
4 H21.2.2 11 7 6
S H21.2.3 28 13 6
6 H21.2.3 17 11 4
7 H21.2.19 17 8 7
8 H21.2.23 17 9 9
9 H21.2.23 42 30 27
10 H21.2.25 19 10 7
11 H21.2.26 11 5 5
12 H21.3.3 51 34 16
13 H21.3.4 17 16 8
14 H21.3.17 6 4 2
15 H21.3.23 40 21 20

No




